In meiosis in male fruitflies, chromosome pairing events do not facilitate genetic exchange, but rather create bivalents that can be sequestered to discrete pockets of the prophase nucleus. This assignment of homologs to a common pocket likely facilitates the orientation of homologous centromeres to opposite poles.
separation at anaphase I [3] . It seems reasonable to suggest that the perdurance of the synaptonemal complex in this system holds homologs together.
Male Drosophila, however, do not build any synaptonemal complex. So how, then, are homologs connected and bivalents maintained in this system? As published recently in Current Biology, Vazquez, Belmont and Sedat [4] have used high-resolution cytology in living spermatocytes to provide a new 'look' at the achiasmate meiosis of Drosophila males. Their data strongly suggest that, in Drosophila male meiosis, pairing events serve only to create bivalents that can be sequestered to discrete pockets of the prophase nucleus. This assignment of homologs to restricted territories appears to be sufficient to 'lock' the homologs together and ensure their segregation at meiosis I.
The first significant insights into the mechanisms of male meiosis in Drosophila came from the pioneering work of Kenneth Cooper [5] Vazquez et al. [4] suggest that it is the process of sequestration of chromosomes into specific territories that facilitates the separation of the chromocenters into pairs of homologous centromeres. By late G2 phase, even the homologous centromeres have separated. This separation is critically different from the prior euchromatic dissolution, in that the centromeric regions of sister chromatids do not separate but rather remain tightly associated throughout the first meiotic division.
After the nuclear envelope begins to break down, the chromosomes move away from the edges of the nucleus and towards its center. As the chromosomes condense, both homologous sites and sister chromatids move into close proximity. By metaphase, the chromosomes which had undergone substantial separation of homologous sites and even of euchromatic sister chromatids are visible as a paired bivalent [5] . Nonetheless, both loci on sister chromatids and allelic sites were often seen to be associated but out of register, suggesting far less intimate associations than were seen from G1 to early G2. Moreover, even at maximum condensation, sites on sisters could still be resolved. 
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